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General Information 

Primary Accession # A3272027 



XP-002307112 



Accession # 

Entry Name 

Molecule Type 

Sequence Length 

Entry Division 

Sequence Version 

Creation Date 

Modification Date 

Description 

Description 

Keywords 

Organism 

Organism 
Classification 

References 



BESTAVA 



ilable 



AJ272027 

EMBL:ATH272027 

genomic DNA 

5340 

PLN 

AJ272027.1 

09-FEB-2Q00 

25-AUG-2000 



Arabidopsis thaliana oasAl gene for 0-acety!serine (thiol) lyase Al, exons 1-11 
O-acetylserine (thiol) lyase Al 
Arabidopsis thaliana (thale cress) 
Eukaryota 



Copy 



1. Hell,R.; 

Submitted (08-FEB-2000) to the EMBL/GenBank/DDBJ databases. Hell R., Molecular Cell Biology, 
Institute for Plant Genetics and Crop Plant Research, Corrensstrasse 3, 06466 Gatersleben, 
GERMANY. 



Position 



1-5340 



Medline 
Pubmed 

Additional Information 

Features 

Key Location 
source 1..5340 



2. Jost,R.; Berkowitz,0.; Wirtz,M.; Hopkins,L.; Hawkesford,M J.; Hell,R.; 

Genomic and functional characterization of the oas gene family encoding O-acetylsenne 
(thiol) lyases, enzymes catalyzing the final step in cysteine biosynthesis in Arabidopsis 
thaliana 

Gene 253(2): 237-247 (2000) 
20400348 
10940562 



mrna join(l821..l910, 

2137.. 2182, 2270.. 2379, 
2467.. 2524, 2605..2868, 
2960.. 3097, 3195. .3246, 
3376.3455, 3563. .3622, 
3710.. 3790, 3899..4242) 

exon 1821. .1910 



intron 1911. .2136 



Qualifier Value 

db_xref taxon:3702 
mol_type genomic DNA 
organism Arabidopsis thaliana 
cultivar Columbia 
gene oasAl 



number 1 

gene oasAl 
number 1 

gene oasAl 



BNSDOCID: <XP 23071 12A_I_> 



\xon 2137. 2182 



cds join(2l50..2l82, 

2270..2379, 2467.-2524, 
2605.. 2868, 2960.. 3097, 
3195..3246, 3376..345S, 
3563.-3622, 3710.. 3790, 
3899.. 3991) 



intron 2183.. 2269 



exon 2270. .2379 



intron 2380.. 2466 



exon 2467..2S24 



intron 2525..2604 



exon 2605.. 2868 



intron 2869.-2959 



exon 2960.. 3097 



intron 3098..3194 



exon 3195.. 3246 



intron 3247.-3375 



exon 3376-3455 



intron 34S6..3562 



exon 3563.. 3622 



intron 3623.. 3709 



exon 37 10.. 3790 



number 2 

gene oasAl 
db.xref GOA:P47998 
db.xref UniProt/Swiss-Prot:P47998 

gene oasAl 
product O-acetylserine (thiol) lyase Al 

EC_number 4.2.99.8 

function cysteine synthesis in cytoplasm 
proteinjd CAB72932.1 
translation 



>CAB72932 ^3 
MAS R I AKDVTE L I GNT PLVY LNNVAE GCVGRVAAKLEM>ffi j jp| 

on vcMKaATAKAEE I LAKT PNGYKLQQFENPANPKI HYET'j^j 



GLIKPGESVLIEPTSGNT^v^w^r a^/ww*"--- , 

PAKGMKGAIAKAEE I LAKT PNGYMLQQFENPANPKI HYET' 
GT GGT I T GAGrKJ LKEOKANVKt^GVE P VE S AI LS GGKP GP 
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Kage 3 ot a 
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intron 3791.. 3898 
exon 3899.-4242 
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Characteristics 
Sequence 



gene oasAl 
number 10 

gene oasAl 
number 11 

gene oasAl 



BEST AVAILABLE 



COPV 



Length: 5340 BP, A Count: 1483, C Count: 1110, G Count: 1079, T Count: 1668, Others Count:0 



>embl IAJ272027 IATH272027 Arabidopsis thaliana oasAl gene for O-acetyl 
gaattcccacccgagaatctcaagaagaggttggatcagctagagaagaccaaaaccgag 
aagagaaaaccagccgtgattcccgccaacaagagaacccgagcaagctacagcggtcca 
atgccaccagccaaagcagggcgtatcacaaacgcttacgtctcctctttcccaccgcct 
ccaccaacattcatcagatcccaaagtcactcacctcaatacggtgtaccagcatacacc 
acatccccacctaccatctacagcaacaggagccctccataccaatactcacccgaggcg 
gttcatggttcttaccaaacctctccggtcagttatccgacagcatatggtacctactgc 
agtccggtggctgctccaccccctccagtttaccatcctcacccgcaccaccaccaccat 
attcagcatgcttactactgattagacaatgacaaaggaaaaaagaagatggtaagtaac 
caaccactgatctctggtgtctacgttt:t:gtct:ctacctcgtttt:t.gt:1:gtaatctctct 
ttttttatatcgtatcatttgtagctaacactctcactctttctggttctgaattagtct 
acccttgtgtgtttattaatct.aaattatacatatctattcact:ttcctaatgt.ttcaat 
caacgaatttagttcagtacttaatagattcatcttaaaccaggaatgtttcactgtgat 
tatgttatgtatcactgtttgtattggctcattgaaatcaagatttcgaagtctcatagc 
aagattcgttacaaagtgttcgtattacaccaaaaaaaagacttctttagtctaaatcaa 
gaagatgattagtcgttggcagtggcgagctggagagacaagagttcttcctcagggatc 
atcttaatgtgacaatcagaagttggatacgaagcacatagaagcgtgtagccacgttca 
accacatcatcacttagcatcccaccactttgatccaccgttccggtcacgagtttcgct 
ggacaagtcatacaaacaccgagattgcagtcgtagggaacgtcaaggccagagtcaaga 
gccttagatagaatcgtctcgtctggttcgacttccaattcagtcgtctttccgtcgtgc 
tctaccaccactttatatgcccgagctatgatccttccggtggtgagaaagttccggcgg 
tttgttgttgttgagagtgttgcgttacggagtgggaaggagaaggaattggagagataa 
ggtttagggagagagattgtagaagtttgagtcgggagaggaagagtcgccatgagagac 
agagagacggagacaaaagagtttttgtgtcaagtgagagtgatgactgtttgtggtgaa 
tacggagataaggttgatcat.cggttgtagatagtggtgggacat.aaaaaccgaaaaccg 
acttaaaccgaaattcattaatgcattaaaccgaattaaccaagatctaataaaatgaat 
tttaaaattttaattatattcgtaattaagggaaatattttttccaaaacagtttgaaca 
aataaattcagtattatttttccatactcaaaactccaaatcggactaactgaaaaaaag 
aaaccgaatgttcaaaccccagttatggaaaatattaaccggacttaatacggatatgac 
caaatcagaccgagaagtagtaattctggtgaccaaccaccgcgtttttctaaattgata 
gcgtgtgccatgtgactgacaccaaagagatcatatatctcatcattcgaagattttatt 
ccatacaaccgattttctccattttcttcaaaacgattcgggtcaaggttattgactttc 
tcattcaggtatcatcttcttcctcgtcccatactttttgattcacttgcttattcctct 
gccggtttcgattatatttgtttggatcggataattgtatgggcttaagcttatttcgct 
gttaaatctgttgatttggtgttaagagtgttgtataactggattggtgctcatacatct 
ggagatttatgtttgatgattttgtatgatgtgtttttggtttgaggatgatttattcct 
ttggtcttacttttctctttttgtgaatttaagcagtgaagcttgaatcatggcctcgag 
aattgctaaagatgtgactgaagtaaggctttcaagttctttcactgttcatttcacgaa 
ggagtgagctttgttccatgttcatgtattgattgattctatttggcagttgattgggaa 
cactccatt:ggtgtatt.t:gaacaatgt:t.gct:gaaggatgt:gttggtcgtgttgctgctaa 
gcttgagatgatggaaccgtgctctagcgtcaaagacaggtttcttctctagtccagaaa 
ctatgtgttgtttctcgcttcgagtttcggttttgtgaagaccttgtactttgtttattt 
ctgcaggattggttttagcatgatttctgatgcagaaaagaagggtcttatcaaaccagg 
agaggtcagtttcgattatctgaatcttcaaaccactattttgtttttgttttcattgtt 
tctgactttttgtttgttctttagagtgtgctgattgagccaacaagtggaaacactgga 
gttgggttagcattcacggcagctgccaaaggctacaagcttattattacaatgccagct 
tctatgagtactgagagaagaatcattctcttagcttttggagttgagttggttttaact 
gacccagctaagggcatgaaaggagctatcgcaaaggcggaagagattttggcgaaaaca 
cccaatggttacatgcttcagcagtttgagaaccctgccaaccctaaggtatgcttatta 
tttactattgctttagtgtatctgtttttg^ 
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